Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.037; wR factor = 0.109; data-to-parameter ratio = 15.6.
In the title compound, CH 6 N 3 + ÁC 7 H 6 NO 2 À , the cation and anion lie on crystallographic mirror planes. The 4-aminobenzoate anion is almost in a planar conformation with a maximum deviation of 0.024 (2) Å for the N atom. The bond length in the deprotonated carboxyl group is intermediate between those of normal single and double Csp 2 O bonds, indicating delocalization of the charge over both O atoms of the COO À group. In the crystal, N-HÁ Á ÁO hydrogen bonds assemble the ions in layers propagating in the bc plane. This structure is very similar to that of guanidinium benzoate.
Related literature
For a related structure, see: Pereira Silva et al. (2007) . 4-Aminobenzoic acid has two known polymorphs, see: Gracin & Rasmuson (2004) . For the potential applications of guanidine compounds in non-linear optics, see: Zyss et al. (1993) . For bond-length data, see: Allen et al. (1987 Table 1 Hydrogen-bond geometry (Å , ). 
Comment
Guanidine is a strong Lewis base and the guanidinium cation may be easly anchored onto numerous inorganic and organic anions and polyanions, largely because of the presence of six potential donor sites for hydrogen-bonding interactions. From the point of view of their physical properties, guanidine compounds are potentially interesting for non-linear optics applications since guanidinium, a polarizable acentric two-dimensional cation, can be regarded as a planar octupolar chemical entity (Zyss et al., 1993) . We are currently engaged in a research project aimed at investigating the structures, and the dielectric and optical properties of guanidine and guanidine derivative compounds.
4-Aminobenzoic acid has two known polymorphs (Gracin & Rasmuson, 2004) and is one of the most versatile acids for structure extension by linear hydrogen-bonding associations, through both the carboxylic acid and the amine functional groups.
Both ions of the title compound, (I), Fig. 1 , possess mirror symmetry, with the C6 and N2 atoms of the cation situated in the mirror plane as well as the carboxylate group C atom, the ipso-C and the para-C and N atoms of the anion.
The 4-aminobenzoate anion is almost in a planar conformation, with the atoms N4 and C5 displaced from the ring plane by about the same amounts, 0.024 (2) and 0.022 (2)Å respectively, and in the same direction. Allen et al., 1987) , indicating delocalization of the charge over both O atoms of the COO -group.
The three C-N bond lengths in the propeller-shaped (CH 6 N 3 ) + cation are similar (Table 1) , the symmetry of the cation being C 3 h . The usual model of electron delocalization in this species, leading to a C-N bond order of 1.33, is applicable here.
All H atoms on the guanidinium cation are involved in N-H···O interactions with the anion (Fig. 2 , Table 2 ) forming infinite layers propagating in the bc plane, each carboxylate O atom accepting three hydrogens. In each layer the cation is bonded to three anions, two approximately perpendicular and one approximately coplanar (Fig. 3) . This pattern is also found in guanidinium benzoate (Pereira Silva et al., 2007) .
supplementary materials sup-2 Experimental
The title compound was prepared by adding 4-aminobenzoic acid (Aldrich, 99%, 1.0 mmol) to guanidinium carbonate (Aldrich 99%, 0.5 mmol) in a water solution (100 ml). The solution was slowly warmed to the boiling point and then left to evaporate under ambient conditions. After 2 weeks, small light brown single crystals were obtained.
Refinement
All H atoms were located in a difference Fourier synthesis. The guanidinium H-atom coordinates were refined, with U iso (H) = 1.2U eq (N). The H atoms of the anion were placed in calculated positions and refined as riding on their parent atoms, using SHELXL97 (Sheldrick, 2008) 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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